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CLASSIFICATION

Red Palm Weeuvil
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Rhynchophorus ferrugineus (Olivier) Al
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Family: Curculionidae
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(Rhynchophorinae)
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Species: ferrugineus
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Mitochondrial Genetic Variation and
invasion History of Red Palm Weevil (RPW)
Rhynchophorus ferrugineus (Coleoptera:

Curculionidae) in Middle-East and
Mediterranean Basin
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Parameter
Tajima’s
parameter D

FST

Nm

Demographic analysis

Value Explanation

a recent founder event

signified the absence of gene flow.....
Support the bottleneck event

signified the absence of gene flow.....
Support the bottleneck event
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Genetic Variation Using ITS2-rDNA

(ElI-Mergawy, 2011)
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Development of microsatellite

markers for the red palm weevil
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Rhynchophorus ferrugineus
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Random Amplified Polymorphic DNA (RAPD)

#H## DNA Based Molecular Marker

### Detection Methods:
***PCR - Electrophoresis Based Markers

HHHWHY ?22?
***No prior knowledge of DNA sequences is needed.
***Tiny amounts are neede.
***Primers are commercially available.
*** No expertise is neede.
***Simple.
*** Low cost.
*** Relatively quick
*** Useful in differentiating closely related individuals.

***PCR - Electrophoresis Based Markers
DNA + short random primer (10bp) >>>PCR>>> Gel
Electrophoresis>>>Binary Matrix>>>Similarity Matrix>>>
Genetic Distance>>>Cluster Analysis
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Prothoracic spots position of Rhynchophorus ferrugineus adults collected in Greece

Females
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Prothoracic spots position of Rhynchophorus ferrugineus adults collected in
Italy: Sicily (Acireale, Acicastello, Marina di Ragusa) during 2005.06

Females

Source: http://www.redpalmweevil.com/RPWReport/Newsicily.htm

Dr. Rabab El-Mergawy
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### 3 Forms
***black without black spots
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###Cluster Analysis
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R. ferrugineus and R. vulneratus
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R. palmarum (Linnaues), R. cruentatus (Fabricius),
R. phoenicis (Fabricius) and R. bilineatus (Montrouzier).
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###Primers
6 primers

###Bands
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species of Rhynchophorus genus
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R. palmarum (Linnaues)
R. cruentatus (Fabricius),
R. ritcheri (Wattanapongsiri)
R. quadrangulus (Queden)
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R. phoenicis (Fabricius)

4 gaud £155) 4
R. ferrugineus (Olivier)
R. bilineatus (Montrouzier)
R. distinctus (Wattanapongsiri)
R. lobatus (Ritsema)
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R. cruentatus
R. palmarum
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R. phoenicis

R. bilineatus
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R. ferrugineus (H8*)
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Genetic distances
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R.phoenicis
R.cruentatus
R.palmarum

Sphenophorus piceus
(Outgroup)




Y ol bagiall jagd) dilate jilde o 48 L) AlCes Ja 9 Culin g Saal) alddiin) zilil 43 e
Jual (ahaliaS Ll (338 gia g aigll ABhia e o) pead) JAN du g (e cilie o J gaall
jﬂ\j\bﬂﬂ.ﬂ\ubﬁ‘g\ﬂ\@pﬁh&jwﬂjﬁgﬂ\w\@y)w@}dm
il JLAS Jile 6 (e 48 pa g o A saY)

LITE XVKENY QSLANJ«A?\MQAJ@Y\%MCP@&‘&UJS\ &yﬂ\@.ﬁﬂ\e&a&ﬂ
O g#m,hﬂ\ &@M&Qﬁw\h O s A84Y 3a O\S\S\;ﬂhéﬁ\.ﬁ&.}
(1013 8 Ara (il @y S

S Gilag) dlia Lyl el g jSaall aladiind g Jje A glacal (L)) Lig ol A il o lia
Lglualdi aley ¥ 43ST g L pillS (A

Cildes Cpmatl 41 ) gl) Lgia g dplad) Gla) dradly A pud) dadlsa A Cplalad) £LB) Caal) (1
Aablgal)

B paa aladia 8 S 48 ) Al B 4l Audaill g gl Ao Al gl £ st cilad 3 4ar]
uM\Jé\JJ&Jﬁ‘ﬂUAQ%AQ)MMMS&\JHMQ&\@SWM@MEQ;J&
e




