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Genetic Variation of Rhynchophorus ferrugineus (Olivier)
(Coleoptera: Curculionidae) Using ITS2-rDNA
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e Osle 1.4 -6 0.2, Vo oo ookl Gl oo gl ala¥) )kl Juadil Divergence time between haplotypes 43l j_hl cp caddll ()
Demographic analysis 4! s gat uulia
A recent founder event Cuas s s 2.05248 Tajimas’D test &bl Laali ol il
Opne okl A Leie JS o)) Leady ALSall G &8 ) 4535 0.98406 Fst - genetic differentiation 4l sl siaill a8

Absence of gene flow: Support the bottleneck event )l <o jall aca 5y sall 33 35 0l 0 Nm — gene flow < gall (3835
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L el g geilidl)

PN eilial)

550 bp 45332218 550

Amplified sites Adelaaial) adl gall 220

440 bp a0 e 5206 440

Studied sites 4w all a8l sall 220

Yes px

Inter-population variation yibdall ¢p g siill

3 haplotypes (HB1 to HB3) 3k - 1b Cuew dplal k3

Number of haplotypes &al) jhll s

(3 52 <) (HBL & HB3) 3k &lhs

Baal g Al (pa ST (B agla JS s Lalal ok
Haplotype found in different countries

(3 52 J5) HB2, 2<hk

Banlg aly 8 agda JS 2a g palal ok
Haplotypes found in only one country each

(8,7,6,5,4) <yl (5 5035 o giall a sl (8 J8 e a5 LS Y

INDELS (45 galS g3 i gf ddLz)

Nucleotide substitutions 4 slS s <¥lagal)

Type of variation g sl ¢ &

Ligarm b @8l 50 0elS o850 (4.2%) 16

Variable sites 55l a8 gal

3k 16 Total no. Of mutations < ikl
2t015 Audad) cyp ALY clBERY) 23
No. fixed differences between populations

b5 0.48 Overall haplotype diversity gsa¥ j,hll i g okl

u=aidie 0.025-0.003

Hldall G (5410 1S gudl) £ i)
Nucleotide diversity (Pi) between populations

(6.5.4) Sl 5 00 S sl 2 sindl 3 il pa LS s 1oladl . % 66.5 - 66

(AT %) %<

%34-33.5

(GC %) Yor

AtoG GtoACtoT&TtoC & Sz z-l e s le - pdse 14

Transitional substitutions dglddall < sl

TtoAandCto A |- &1 -ge ble - aBsa?

Transversional substitutions &ilidal) & asl)

(9) psindl ¢l 5l avan 8 LS Agibiiiall ol yuaill 5Ll 10.779

Overall transition/transversion ratio (R) 4lidall/Agliiall ¢ il 4

No ¥

Intra-population variation sildall Jal g 4iill

(HB1 & HB2 and HB1 & HB3) 3ab & 1h 52k & b (12:0.039 eV

(HB2 & HB3) 3<h & 2k (1 0.005 J&Y)

A0l 5kl G A 8l cldlusal)
Genetic distances between haplotypes

Demographic analysis &) 2 sa (uslia

A recent founder event s s Gas 150265

Tajimas’D test Aball Laali ¢l jLdd)

Crme okl A0 Lgie JS ) Ly jilial) G A1 )5 & 505 1

Fst - genetic differentiation &gV il ad

Absence of gene flow: Support the bottleneck event ) sl <o jall aca 5y sall 33 3l 0

Nm — gene flow < gall (383

34
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W el 9 geilill) ZANE ) ulaal)
1263 bp dag el 1263 Amplified sites ALl a8l gall 230
735bp A asaxcli 735 Studied sites  dugall @8l gall sae

S pliall (5 02058 ghaall o siial) (3 2l g LS &1 olad) b % 69.8 - 66

(AT %) %< |

%34-30.2

(GC %) Y% &

6: H1*-H4* , H6* & HB8* *8la & Bl , 4k - 1%k Cuen ddlal 5,k 6

el JA T g Lalal) kl) 2o
Number of haplotypes of RPW

Nucleotide substitutions 4:8 sIS s cYlagiul

Type of variation g sl g s

86 singleton s sams )b adll 5e 136 Leie &85 222 (30.2%)

Variable sites 3 il adlsall

AG, GA, TC&CT & padz gl

Transitional substitutions dgLaiall <) )

GU"&U"G““—‘G‘E‘“—“‘U"‘U"““L‘““—“
AT, TA, AC, CA, TG, GT, GC & CG

Transversional substitutions 4akiiall e &l

psind) o gl muen (B LS Agiliiall @l uaill 5hail 32,488

Overall transition/transversion ratio (R) </l 4wl

dalidal)fdgabisall
R. bilineatus R. phoenicis R. Cruentatus R. Palmarum
79 (0.12%) 98 (0.13%) 101 (0.14%) 102 (0.14%) Variable sites 3 idiall gl sall
R. ferrugineus (H8*) 91 107 112 115 & ikl)
Total no. Of mutations
(B i gla) i) a3
25 33 34 35 Divergence time
R. bilineatus 0.058
R.phoenicis | (576 | 0.084 g cldlsal
R Cruentaius Genetic distances
- ruentatus 9079 | 0.083 0.081
R. Palmarum 0.081 0.095 0.084 0.078
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